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Figure 1. The modified anthocyanin pathway leading to white flower color (PAL, phenylalanine ammonialyase; C4H, cinnamate 4-hydroxylase; 4CL, 4-coumarate C
oA ligase; CHS, chalcone synthase; CHI, chalcone isomerase; F3H, flavanone 3-hydroxylase; F3'H, flavonoid 3“-hydroxylase; FLS, Flavonol synthase; DFR, dihydro...
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